Schiff bases derived from 3-formyl chromones have attracted much attention due to their biological functions such as enzyme inhibition (Khan et al., 2009; Tu et al., 2013) . We herein report the crystal structure of the title compound, which was prepared by the condensation reaction of 3-formylchromone with 4-methylbenzoylhydrazide in ethanol. The structure ( Figure 1) shows that the atoms of both the 4H-chromen-4-one and the -CH=N-NH-CO-segments are essentially coplanar, and the largest deviations are 0.052 (2) for C2 and 0.003 (2) Å for C11, respectively. The dihedral angles between the 4H-chromen-4-one segment and the -CH=N-NH-CO-segment, the 4H-chromen-4-one segment and the benzene ring of the 4-methylbenzene segment, and the benzene ring of the 4-methylbenzene segment and the -CH=N-NH-CO-segment are 8.09 (7), 9.94 (5), and 17.97 (8)°, respectively. In the crystal, the molecules related by inversion center (symmetry code: -x + 2, -y, -z + 2) are linked by N-H···O hydrogen bonds to form a dimer. There is also an extensive sytem of π···π stacking interactions between inversion related molecules involving both the 4H-chromen-4one unit and the 4-tolyl group.
In the title chromone-tethered benzohydrazide derivative, C 18 H 14 N 2 O 3 , the 4H-chromen-4-one and the -CH N-NH-CO-units are each essentially planar, with the largest deviations from thei planes being 0.052 (2) and 0.003 (2) Å , respectively. The dihedral angles between the 4H-chromen-4one and the -CH N-NH-CO-units, the 4H-chromen-4-one unit and the benzene ring of the 4-tolyl group, and the benzene ring of the 4-tolyl group and the -CH N-NH-COunit are 8.09 (7), 9.94 (5) and 17.97 (8) , respectively. In the crystal, the molecules form two types of centrosymmetric dimers: one by N-HÁ Á ÁO hydrogen bonds and the other by stacking interactions between the 4H-chromen-4-one unit and the 4-tolyl group [centroid-centroid distance = 3.641 (5) Å ]. These dimers form one-dimensional assemblies extending along the a-axis direction. Additionalstacking interactions between two 4H-chromen-4-one units [centroidcentroid distance = 3.591 (5) Å ] and two 4-tolyl groups [centroid-centroid distance = 3.792 (5) Å ] organize the molecules into a three-dimensional network.
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Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 50% probability level.
Hydrogen atoms are shown as small spheres of arbitrary radius.
Figure 2
A crystal packing view of the title compound. Intermolecular N-H···O hydrogen bonds are represented by dashed lines.
Hydrogen atoms are omitted for clarity. 
(E)-4-Methyl-N′-[(4-oxo-4H-chromen-3-yl)methylidene]benzohydrazide
Special details Refinement. Refinement was performed using all reflections. The weighted R-factor (wR) and goodness of fit (S) are based on F 2 . R-factor (gt) are based on F. The threshold expression of F 2 > 2.0 σ(F 2 ) is used only for calculating R-factor (gt).
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.70112 (16) 0.52823 (15) 
0.0150 (7) 0.0108 (7) 0.0199 (7) 0.0035 (5) −0.0056 (5) −0.0008 (5) O2 0.0158 (7) 0.0155 (7) 0.0227 (7) 0.0054 (5) −0.0039 (5) 0.0028 (6) 0.0141 (9) 0.0125 (9) 0.0163 (9) 0.0011 (7) −0.0013 (7) −0.0006 (7) C2 0.0113 (9) 0.0121 (9) 0.0144 (9) −0.0007 (7) 0.0010 (7) 0.0016 (7) C3 0.0121 (9) 0.0135 (9) 0.0144 (9) 0.0030 (7) 0.0014 (7) 0.0023 (7) C4 0.0137 (9) 0.0170 (9) 0.0166 (9) 0.0014 (7) −0.0017 (7) 0.0017 (7) C5 0.0171 (9) 0.0193 (10) 0.0174 (9) 0.0003 (7) −0.0030 (7) −0.0009 (8) C6 0.0189 (10) 0.0123 (9) 0.0198 (9) 0.0012 (7) 0.0017 (8) −0.0018 (7) C7 0.0155 (9) 0.0133 (9) 0.0198 (9) 0.0047 (7) 0.0018 (7) 0.0029 (7) C8 0.0119 (9) 0.0135 (9) 0.0131 (9) 0.0017 (7) 0.0018 (7) 0.0012 (7) C9 0.0118 (9) 0.0141 (9) 0.0136 (8) −0.0000 (7) 0.0001 (7) 0.0012 (7) C10 0.0138 (9) 0.0117 (9) 0.0164 (9) 0.0031 (7) 0.0006 (7) 0.0013 (7) C11 0.0134 (9) 0.0155 (9) 0.0163 (9) 0.0021 (7) −0.0008 (7) 0.0022 (7) C12 0.0134 (9) 0.0148 (9) 0.0140 (9) 0.0004 (7) 0.0007 (7) 0.0014 (7) C13 0.0143 (9) 0.0166 (9) 0.0160 (9) 0.0017 (7) −0.0017 (7) 0.0010 (7) C14 0.0181 (10) 0.0155 (9) 0.0191 (10) 0.0038 (7) −0.0000 (8) 0.0016 (7) C15 0.0200 (10) 0.0149 (9) 0.0159 (9) −0.0013 (7) 0.0035 (7) −0.0005 (7) 
